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EST72223 sequence: |1|C UA 

CCCTTATTAGAGGATTCTGCTCATGCCAGGG TGAGGTAGTAAGTTGT 
ATTGTTGTGGGGTAGGGATATTAGGCCCCAATTAGAAGATAACTAT 
ACAACTTACTACTTTCCCTGGTGTGTGGCATATTCACACTTAGTCTTA MIRM 

GCAGTGTTGCCTCCATCAGACAAAGTTGTAGATGTTCCTTGGATAATT 

TGGAC TG G AAG AAAAG AG ACA TGG AAG GG G ACAGATGGTGTTTAG G 

3TGAGGCAGATGTCATTATAAAGTGACTTGTCTTTCATTAATTGGAGC 

ATATAATTATTTTACCTTTGGGCATGAACTCATTTTGCTATTCTTCAAC 

TGTGTAATGATTGCATTTTATTAGTAATAGAACAGGAATGTGTGCAAG 

GGAATGGAAAGCATACTTTAAGAATTTTGGGCCAGGCGCGGTGGTTC 

ATGCCTGTAATCCCAGCATTTTTGGGAGGCCGAGGCGGGTGGATCA 

CCTGAGGTCAGGAGTTCGAGACCAACCTGGCCAACACGGCGAAACC 

CCGCCTCTACTCAAATACAAAAATTAGCCAGGCTTGGTGACACTCGC 

CTGTGGTCCCAGCTACTCAGGAGGCTGAGGCAGGAG AATTGCTTGA A 

ACCCAGGAAGTGGa GGCTTCAGTGAGCTGaGAACACGCCACTGCA ^ am * 4 

CTCCAGTCCTGGGCAACAGAGCAAGACTCTGTCTCAGGAAAAAAAA 

AG 
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dbEST Id. 7929020 (Ima#e4514344) sequence: 

G CAAAAAC T G GAAG CAT T C C C T T T GAAAAC T G G CACAAG7iCAGGG7lTSCCCTGT 
CTCACCGCrCCrArrCAACATACrCTTCCAACrTCTCCCCACCCCAArTACGCA 
GGAGAAGGAAATAAAGSGTATTCAATTAGGAAAAGASCAAGTCAAATTGTTCCT 
GTTT G C AG AT GAG AT GAT T G TAT AT C T AGAAAAC G G GAT TGTCT GAG G G G C AAA 
TCTCCTTAACCT CAT A A C CAA CTT CAC CAA A CTCTCAC CAT AC A A A A T A A A T C T 
ACAAAAATCACAAGCATTCTTACACACCAACAACAGAAAAACAGAGCCAAATCA 
T GAG T GAACT GGGATT CACAATT GCTT CAAAGASJiATAAAATAG G TAG GAAT G G 
AACTTACAACCCATCTCAACCACCTCTTCAACCACAACTACAAACCACTCCTCA 
AGGAAATAAAAGAGGATACAAACAAATGGAAGAACATTCCATGCTCATGGGTAG 
G AAGAAT GAAT AT TGT GAAAAT G G G GAT AG TGGG CAAG G TAAT T TACAGAT T G A 
ATCCCATCCCCATCAACCTACCAATCACTTTCTTCACACAATTCCAAAAAACTA 
CTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCGCCAAGTCAATCCTAA 
GCC AAAAGAAC AAAGCTGGAGGC ATC AC ACT AC CTGAC TIC AAACTTT ACT AC A 
AGGCT A CACTAA C C A A A A C AC CAT C CT AC TCCTAC C A A A A CAC AC ATA T AC AT C 
fiATGGAACAGAACAGAGCCCTCAGAAATAACGCCGAATACCTACAACTATCTGA 
TGTTT GACAAAC G T GAGAAAAACAAG GAAT G G G GAAAG G/lTTCGGTATT TAATA 
AATCGTGCTGGCAAAACTCACTAGCCATATGTACAAAGCTGAAACTCGATCCCT 

TCCTTACACCTTATACAAAAATCAATTCAAGATGGATrAAAGATTTAAACGTTA 
GAG G TAAAAC CATAAAAAC G G TAGAAGAAAAC G TAG G GAT TAG GAT T GAG GAGA 
T AC C CAT C C C C A A C CAC T T CAT CTC C A A A A C AC C A A A A C CAA T C C C A A C AAA A C 

ACAAAATTGACAAATSGSATCTAATTAAACTAAAGASCTTCTGCAGAGCAAAAG 
/l?^GTACCATCAGAGTGAACAGGCAACCTACAAAATGGGAGAAAATTTTCGCAA 
CCTACTCATCTGAC A A A C C C C T A A T A T C C A G A A T C T AC A A T C A A C T CAA A CAA A 
T T TAG A A A A A A A AAA A A AAA 
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<&>£$? Id. 138374 9 (ImagelQ2Q185) Sequence. 

ACTCCTATC A AC AGTGT AAAAG C AT T C C T G T T T C T C C AT A AT C T T GCCAG C AT C T T 
TTCATTTTTTTGAATTATAGCCATTCTGACTGTTGTGAGATGGTGTGTCATTGTGG 
T ']•■■]■ ']• G A ■]' ']' TG C A T ']"]• ']'(.' A G A GAT C A G T G A TGT ']' G A AGT T T T TTT G T T T G TTG G C 

TGCATGTATGCCTTCTTTTGAAAAGTGTCTGTTTGTGTCCTTTGACCACTTTCTAA 
TCCCCTTGACTTTTTTTTT.CTTCTAAATTTCTTTAAGTTCCTTCTAGATCCTCCAT 
A T T A G A (; C ']" ']■ T G T C AG AT G G A T AG A t; T t; ('A A AAA ']' T ']' TC T G G C A TT G T t; T A t; t; T T (; 

TCGGTTTACTCTGTTGATAGGTTCTTAATGCTGTGCAGAAGCTCTTTAGTTTAATT 
ACATCCCATTTCTCAATTTTCCCTTTTCTTCCAATTCCTTTTCCCATCTTCCTCAT 

(;AAATtr] , TT(;c(;cTT(;c(r] , (;T(;T(XT(;AAT(;(;('ATT(;(;(r] , A(;t;TTTT(;TT(;t.:A(;(;A 

TTTTTATAGTTTTGGGTTGTAGATTTAAGTCTTTAATCCATCTTGAGTTAACTTTT 
CTATATCCGTTAACGAACCCGCCCCTTTCAATTTCCTCCAAATCCCTAGCCACTTC 

T(;(;(;A(;cA(;(;ATTi , ATi , AAATAt;t;(;AAT(;T']'TTC(;(;cATTt;(;TT(;(;.i'TT'] , (;T(;A(;(; 

TTTGTCAAAGATGAGATGGTTGTAGGTGTGTGGTCTTATTTCTGGGTTCTCTATTC 
TGTTCCATTCGGCTATGCGCCCGTTCTGTACCACCACTATGCTGTTTTGCGTACCA 
TA(;T(.V]'1't;TA(;AA1't;T1'T(;AA(;t.'T(;(;(; , ]'At;('AT(;AT(;t,*t'T t*TAG(.VrTTGt'T(*TT('T 

tggtaagaaatgtgttgggtatttgggctcttttttggttgcatatgaattttaaa 

atagctttttgtaggtgtgtaaagaatgtgaatagtagtttaatgggggtaggatt 

taatttaca(;att(;(;(;tt(;(;(;ca(;t(;t(;(;t(;atti'T(;a(;(;atatt(;at(;ctt(;ct(; 

t c t g t g ag c at at g t t t ttccatttgtttgtgrcatctctgatttcrttgaataat gam 

ggtttatagttatccttgamaggtccttcacttttcttgttasctgtartcctas 26 

ATATTATACTCTTCTTGTGGCAATTGTGAATGGGAt j T T A A T T (* A T G A G T T T T (' T G T 

CGGCTTGCCTGTTGTTGGTGTATAGGAATGCTAGTGACTTTTGCACATTGATTTTG 
TATCCTCAGACTTTGTTGAAGTTCCTTATCAGCTAAGAACTTTTTGACCTCAGATG 
A1'(;(;A(;TTTTt.V]'A(;ATATA(;(;AT('ATAT('AT('T(;t'AAA('AAAt;'ATA(;TT , ] , (;At.V] , T(' 

CTGTCTTCCTATTTGAATAGCTTTTCTTTCTTTCTCTTGCCTGATTGCCTTGGTGA 
CAATTTCTAATACTGTCTTCAATACGACTCGTGACCTCGTCCCAA 
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